The presence of Waddlia chondrophila has been related to respiratory tract infections and human and animal fetal death. Although several sources of infection have been suggested, the actual source remains unknown and limited information exists on the prevalence of W. chondrophila in the environment. This pathogen has been previously detected in well water but its presence has not been confirmed in water networks. Since these bacteria have been detected in water reservoirs, it has been hypothesized that they can access artificial water systems and survive until they find appropriate conditions to proliferate. In this work, their presence in water samples from 19 nondomestic water networks was tested by quantitative polymerase chain reaction (qPCR).
INTRODUCTION
In recent decades, the understanding of the role of freeliving amoebae (FLA) in the transmission of infectious diseases has changed. Initial research data suggested a strong relationship between pathogenic bacteria and FLA, followed by experimental evidence that this interaction is responsible for most pathogen proliferation as endosymbionts (Greub & Raoult ; Thomas et al. ; Codony et al. a; Scheid Greub ; Lamoth et al. ; Vasilevsky et al. ) . A previous study showed that W. chondrophila was present in 25% of well water samples (n ¼ 40) analyzed in a small study conducted in Spain (Codony et al. b) . In the same work, 30 domestic drinking water samples were tested for the presence of this pathogen and, in all of these cases, the results were negative. However, the presence of W. chondrophila in well water reinforces the need for further evaluation of other water networks, in order to fully understand the potential risks associated with the proliferation of W. chondrophila in these artificial systems.
MATERIALS AND METHODS
Water samples were collected according to standard methods based on the ISO/CD : Standard. The samples were taken by the Centre Scientifique et Technique du Bâtiment (CSTB, France) in the context of a research program focused on detecting the risk associated with the presence of Legionella in public buildings. Samples were transported in the dark and at <8 C and stored at 2-5 C until analyzed, within 24 h following sampling.
The Legionella analysis was done by culture according to ISO :. On the other hand, W. chondrophila concentration was measured by quantitative polymerase chain reaction (qPCR). In this case, 500 mL of water was filtered through a 0.2 μm pore size PVDF filter, which was used for subsequent DNA purification using the High Pure PCR 
RESULTS AND DISCUSSION
The raw data are shown in Table 1 and summarized in In these systems, the low levels of residual chlorine, water recirculation, and the existence of dead legs can promote FLA growth and that of their endosymbionts.
CONCLUSIONS
Although the actual human infection pathway remains unknown, this is the first work demonstrating the existence of this pathogen in drinking water networks. Future epidemiological studies should take into account these results in order to evaluate the potential infection risk caused by FLA endosymbionts in hot water from non-domestic buildings.
